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Jlnnaabie Hekoaupywinue PHK

JIHPHK — 510 Tpanckpuntsl aiavHON 0osee 200 HyKIIEOTHI0B HECITOCOOHBIE KOAUPOBATH OCIIKH.

OCHOBHBIE XaPAKTEPUCTUKM: ITOJBEPIratOTCA MOJUAACHIIMPOBAHUIO U CIUIAMCHHTY, aIbTEPHATHBHOMY 3'-KOHIIEBOMY IPOLECCUHIY; CJITA00KOHCEPBATUBHBI;
JTOKAJIM3YIOTCS B SJIpE, IUTOILIa3ME, MEHEE MUTOXOHIPUSX; TpaHCKpHOYroTCs y pactenni PHK-tommmepazon IV u V;

Kimaccudukanys ;HPHK 1o pacnosio;k€HUI0 B TEHOME:
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Pucynok 1 — Knaccudukanus tnPHK
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Pucynok 2 — Monekyisipabie pyHkuun 1HPHK

AHPHK y4acTBYIOT B mpolieccax:

® IOJABJICHUE 3KCOPECCUU I'€HOB,

® OPraHoOrecHes3 B KOPHAIX
pPACTECHUM,

* ¢ocdaTHbIil roMeocTa3s,

® Pa3BUTHE OTBETHOU PEAKIIMU HA
CTpecc,

® perysaus BETCHUS,
dboTomMopdorenes,
PA3MHOKECHUE.



MoaeabHblii opranu3M — Arabidopsis thaliana L.

OcHOBHBIE XapakTepucTUKHU: OTAEN [[oOKphITOCEMEHHBIE, KTacC JIBY10IbHBIE, CEMEMCTBO KamyCTHbIE, HE UMEET arpPOHOMUYECKOTO 3HAYCHUS; IJIMHA TEHOMA

OKO0JI0 157 MJIH ITap HYKJICOTHIOB, 5 XpOMOCOM, OKOJIO0 27416 reHoB, Koaupyromuyx mpuMepHo 35000 OenkoB;

Pucynok 3 — Bremmnuii Bug A. thaliana.
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Home > Download

Download Overview

Genes

Contains TAIR's genome release files, gene family data, and lists of gene names, aliases and
descriptions for all TAIR genes.

GO and PO Annotations

Contains files of all Gene Ontology (biological process, cellular component and molecular
function) and Plant Ontology (plant growth and developmental stage, plant structure) annotations
in TAIR.

Maps

Contains files of map coordinates for Arabidopsis genes and their features, ESTs, cDNAs, BAC
clones, polymorphisms, and markers on the sequence map (SeqViewer data subdirectory). Also
contains map data for older maps, including physical and genetic maps.

Microarray Data

Contains Affymetrix, AFGC, Agilent and CATMA mapping files matching array element identifiers
to AGI loci. Also contains original and reanalyzed microarray datasets for some experiments
including AtGenExpress.

Pathways

Contains data files (including pathways, reactions, enzymes and loci) from the AraCyc and
PlantCyc biochemical pathway database.

Polymorphisms and Phenotypes

Contains polymorphism data files describing SNPs, insertions, deletions and T-DNAs in TAIR.
Also contains predicted and experimentally verified polymorphism data provided by the
community and curated phenotype data.

Proteins
Files containing protein domains, molecular weights, isoelectric points, TargetP predictions,
transmembrane domains, and SCOP structure information for all TAIR proteins.

Protocols
Contains protocols for growing Arabidopsis and other common laboratory procedures, along with
archived Weeds World and Arabidopsis Information Service (AIS) articles.

Public Data Releases

Contains information added to TAIR since the end of our NSF funding period on August 31, 2013.

New releases are generated every quarter and are cumulative with a one-year delay from when
the data first entered TAIR. These files are freely available to all researchers, including both
subscribers and non-subscribers, to facilitate data reuse.

Subscriber Data Releases

Contains information added to TAIR since the end of our NSF funding period on August 31, 2013.

New releases are generated every quarter and are cumulative. These files are available only to
subscribers. After a year, the files move to the Public Data Releases folder.

Publications
Contains publications linked to loci.

Sequences
Contains TAIR's blast datasets and other sequence files in FASTA format.

Software

Downloadable software for analyzing microarray data, mapping mutations, finding sequence
matches and looking at linkage disequilibrium.

User Requests
Older, custom Arabidopsis datasets requested by the community. If you have a special data
requirement, mail your request to curator@arabidopsis.org.

FTP Archive
As of April 9, 2015, TAIR FTP site is no longer actively updated. Users can still access our FTP

Pucynok 4 — The Arabidopsis Information Resource

(www.arabidopsis.org).
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Y 100HBIN MOJICILHBIA OPraHK3M, TaK KaK:

® UMEET MOJHOCTHIO CEKBEHUPOBAHHBIN U
Han0o0JIee AaHHOTUPOBAHHBIN I'CHOM,

® CYIIECTBYET OOJIBIIOE KOJIMYSCTBO 0a3
JAHHBIX U UH(OPMALIMOHHBIX PECYPCOB C
T€HOMHBIMH ITOCJIEJ0BATEIbHOCTSIMU.

TAIR (The Arabidopsis Information Resource)
— MH(OPMAILMOHHBIN pECYpPC MO
apaOUJOIICHUCY, TTOIICPKUBAIOIIUN 0a3y
JAHHBIX TEHETUYECKUX U MOJICKYJISIPHO-
OMOJIOTMYECKUX JaHHBIX, a HUMEHHO: IOJIHAs
I0CJIEA0BATEIIBHOCTh T€HOMA, CTPYKTYpa I'€HOB,
IKCIIpeccus reHoB, nHpopMmanuio o JIHK,
Ocnkax u apyrue. JlaHabie OOHOBIISIOTCS
KKy HEACIIO Ha OCHOBE MOCIEIHUX
ONyOJIUKOBAaHHBIX HMCCJIEIOBaHUM.




AKTYaAJIbHOCTh

Ha Texymuii MoMeHT B 6ase maHHbIX EnsemblPlants mrs A. thaliana mnerrndunmposano 3481 mocnenoBarensHocTh JHPHK, HO KpoMe 3T0r0 0 HMX OOJIBIIIE
HIUYETO HE U3BECTHO, OHH MOIMPEIKHEMY HE KJIACCH(UIIMPOBAHEI U CJICIOBATEIHLHO (DYHKIIMOHAIBHO HE aHHOTHPOBAHLI.

Gene: AT4G09125

Location Chromosome 4: 16,744,983-16 745,191 reverse strand.
EnsembIPIan ts v HMMER | BLAST I BioMart | Tools | Downloads | About this gene This gene has 1 transcript (splice variant)

Transcripts Hide transcript tablo

New Search

Search Ensembl Plants
I New Search Search results for 'Incrna’
= Gene (3481)

" Ensembl Plants (3481)

Show/hide columns (1 hidden)

Name Transcript ID bp Protein  Blotype & Flags
- ATAG091251 209  Noprotein | IncANA

*

Showing 1-10 of 3481 Genes found in Ensembl Plants

. Summa
& Configure this page e
3 Filtered by species: arabidopsis_thaliana ¥ Gene type LncRNA
k Custom tracks Annotation method Gene annotation by ABAPORT  through a process af automatic and manual curation
[!‘J EXpOFl data AT4G06065 ;:——'_-- Go to Region in Detail for more tracks and navigation options {e.g. zooming)
Description n/a
=S Share this page Gene ID AT4G06065 FA<BEITT : ¢4
b 20.21 kb Forward strand |
El' Bookmark this page Species Arabidopsis thaliana Giasi e See TR T YT io0s ™ 7Elrg U E 17 T TR £ 117 "'_.gs..z.lﬁi TEYSonG uﬁﬂﬁ }
Ensembl Plants is produced in Coceidn 4:7809070-7809439 Grotain cading  protan Coding. b s o - A A > sud
CRginrm (— )
collaboration with Gramene oo e L2 o
AT3G03605 Contias - |
- <ATAG180 1-..-:] E‘AJ,J(_}(BII: 1 < AT4G 353001 Ex
inti protesn ing c | protesn coding pr
Description n/a R P w {
Gene ID AT3G03605 ket e s
protein coding
Te.736W6 T 736G T% 73006 16 7336 Te T35 0“, omeoc s i ] .
Species Arabidopsis thaliana e soanw tosten Chpneseme s ——— Transcript: AT4G06065.1
Gene type LncRNA
Location 3:6179028-6179335 Gene Legend | Transcript LncANA 3
| o g, OB et i o P Location Chromosome 4: 7,809,070-7,809,438 forward strand.
°..‘..,“,:'."' 2... - About this transcript This transcript has 1 exon, is associated with 96 variant alleles and maps to 2 oligo probes.
AT4G09085 0 Configuring the display | method | ARAPORY theoogh a Gene : - : .
. process of automatic This transcript is a product of gene AT4G06065 M5l ERiE it sl g7 s (<]
Descripﬁon n/a Tip: use the "Configure this page” link on the left to show additional data in this reglon and manual curation.
Gene ID AT4G09085 .
coec i Show’hide columns (1 hidden) Frer
pecies Arabidopsis thaliana
. ) Name Transcript ID bp Protein Biotype RefSeq v Flags
Legation b e - AT4G06065.1 369 Noprotein |IncRNA  NR 141957.1&
Description n/a
Gene ID AT1G05177
Species Arabidopsis thaliana 369 bp
Location 1:5396178-5396631
I/-\T4R(;:qOA6065.1 >
Nnc
AT5G06925
Description n/a Statistics Exons: 1, Coding exons: 0, Transcript length: 369 bps,
Gene ID AT5G06925 Version AT4G06065.1
Species Arabidopsis thaliana Type LncRNA
Location 5:19100802-19101205 Annotation Method Gene annotation by ARAPORTE through a process of automatic and manual curation.

Ensembl Plants release 51 - May 2021 © EMBL-EBI

Pucynok 5 — Jlocrynnas uadopmarus B8 EnsemblPlants o tsPHK A. thaliana.
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Leas 1 3agaun

Iean padotel: Co3manne koMnboTepHOro Meroja kinaccudukanmu 1HPHK u annoramusa quPHK A. thaliana L.

3agaumn:

1. Ha ocHOBe aHann3a IMTEPATYPhl OXaPAKTEPHU30BATh OCHOBHBIC CTPYKTYPHEIC U (DYHKIIHOHAJIBHBIC OCOOCHHOCTH
OCHOBHBIX kj1accoB THPHK

2. CocraBuTh OMOMH(pOpMATHYECCKUM KOHBEKep no kiaccudpukanuu 1HPHK
3. Paszpa0Ootka merona knaccudukanum 1HPHK mo mokanuzanuu ux B reHOME
4. BeisBiaenue ocooeHHocTel BelpaBHuBanus JHPHK Ha Oeok Kogupyromme reHsl

5. CraTucThudecKuil aHaJin3 0COOEHHOCTEN TeHOMHOM Jiokaym3armu THPHK



Matepuajsbl

10), conepxkut 27655 reHoB, KOAUpYrOMMX Oelky; 5178 reHoB, Hekoaupyromux oeiaku; 3481 renos nHPHK;;
pazmep 119688634 11.H. (135 Mb); nata coopku 15.03.2018

o JHPHK u3 OTKpEITEIX 0a3 JaHHBIX B 001IeM KoJmdecTBe 35390.

o PedepencHoiii reHom — (TA

Ha3Banue 0a3bl JaHHBIX Nudopmanusa o pecypce KoaunvectBo tHPHK A. thaliana

KommekcHasa gpyHkimonanbHas 60a3a qanubix JHPHK pactenmii.

Conepxur 1246371 nocnenoBarenbHOCTH, UICHTUDUITUPOBAHHBIX C
P I alncC D B noMoibio RNA-seq, a Takxke JIpyryro uHpopmaiuo oo 13455
opraHocnenupuyeckoil SJKCIPecCuu U Apyrue OMOJIOrnYeCcKre JaHHbIE.
Coaepxut nanpopmanuto 06 120000 nmocneaosarensHocTsax 1HPHK 37
G R E E N C BUJIOB PACTEHUM, B TOM YHCJIC UX KOOPJAMHATHI B TEHOME, KOJIUPYIOIINH 3008
MOTEHIINAN U T.J

Copnepxut 3anucu He TobKO 0 AHPHK, HO 1 0 apyrux PHK 150 BumoB
P N R D pacteHuil. iMeeT coOCTBEHHBIN T'€HOMHBIN Opay3ep. 2 59 7

comepxut > 45 000 ntHPHK necsitu MmoaenbHbIX BUIIOB PACTEHUN U
MHPOPMAIMIO O TKaHECTENU(PUIECKON IKCIPECCUH, KOJIUPYIOIIEM 4373

Cantata d b 2 . O ITOTCHIHAJIC, TAKIKC ITOCJICAOBATCIIbHOCTh OLICHUBACTCA HAa OCHOBC

MMOTEHLUAIILHON POJIA B PETYJIALIMA CILUIAMCUHIA.

BricokokadecTBeHHas 0a3a JaHHBIX, B KOTOPOM BPYUYHYIO 006paHI>1
E \/ LnCRN A OHy6J1HKOBaHHHe U DKCIICPUMCHTAJIBHO IIOATBEPKACHHBIX maPHK. 144
Bcero 1543 nocinenoBareasHoCcTH Ui 77 BUIOB.
NuTterpupysimnas 0a3a TaHHBIX, HUCIOJB3YET IMIOCJIEI0BATCIbHOCTHU

HECKOJIbKUX 0a3 M 00eCIeyuBaAET TEKCTOBBIN ITOUCK.

RNA central

HanmoHanbHbIN [IEHTPp OMOTEXHOJIOTHYECKON HH(OPMAIIHH,
N C B I YHHBEPCAIBHBIA NOPTAJ ¢ GOJIBIIMM HAOOPOM JAHHBIX M MHOKECTBOM 3883
PECYPCOB.
Bxirouaet nadopmaiiuro o > 500 000 naPHK 16 BugoB. Arabidopsis -
CAMHCTBEHHBIN BU/JI paCTCHUM, IPE/ICTABICHHBIN B JaHHOMN 0a3e TaHHBIX, 40 46

NONCODE TG A TN ONEARE O REHBY LS RSt ? AR AR

MBIIICH.

v



MeToapbl

bronHMOpMaTHYECKUI KOHBEUEP

oTan IIepBuuHas Y naneHue KaptupoBanue u
W3BIICUCHUS] =)  OOPAOOTKA ==y TYOITUPYIOIUXCS =) BLIDABHUBAHUC = K 712CCH(DUKAITHS
MaTEepUaIOB nHPHK nHPHK IOCJIEA-TEN
Ckpunrt Ha Python: Ckpunrt Ha Python:

maPHK monmydens: p Y P 4 GMAP GffCompare
00bEIUHCHUE yIaJICHUE g g
13 8 0a3 JTaHHBIX N — HOBTOPATOIIIXCA (BBIYMCIIMTEIbHBIN (BBIYUCIIATEIIHHBIN

A. thaliana kinactep HI'Y knactep HI'Y

HoBoro nMmeHu THPHK maPHK P ) P )
1.KoHBepTHpOBaHKE BBIXOIHBIX (PAKIIOB O ———

[oncyer Hosbix AHPHK, nocie GFFCompare u pedepeHCHOro
paHee HEAHHOTHPOBAHHBIX resoma B hopmar .bed dHaJI13

2.Cxpunt Ha Python: noctpoeHue guarpamMm

GffCompare

(BbIUMCIUTENbHBIN Ki1acTep HI'Y)



Pe3yiabTarsl

Yinanenue nyoauxkanua / GMAP

KonnuectBo nyonupyromuxcs rnocienoBareabHocter THPHK paBao 12716

HazBaHue 0a3bl

HTAHHBIX

PlancDB
GREENC
PNRD

Cantata db 2.0
EVLncRNA

RNA central
NCBI
NONCODE

CyMMapHOE

KOJIMYCCTBO

THPHK

Jlo hbuabTpanuu

13455

3008
2597

4373
144
3884

3883
4046

35390

Iocie puabTpanuu

9552
1852
2307

GMAP: u3 22674 nnocieaoBareIbHOCTEN HA
pedepeHcHbI TeHOM TAIR 10 ObLI0 BEIPOBHEHO
226773 (kpome ognourt fHPHK), 310 MOKHO
OOBSICHUTH ITOTPEITHOCTHIO

2231
86
3884

2762

226174

alignment. gff

PucyHnok 5 — Busyanu3zauus BeipaBHMBaHus pu noMoliu 1GV-opay3sepa




Ucnoas3oBasmcs: (haiin nociie BeipaBHuBaHus B GMAP B dpopmare .gff u pedepeHcHbIN reHOM B (popMmare .gff, ¢ mpenpapureasHo ObuH yaaneHHbIMUA JTHPHK,

GffCompare

nocpeactsoM Python.
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10956

Mexrenubie THPHK

Mexrennnie THPHK (unzaekc «u») — 10956 nocinenoBarenbHoCTEM; 43,3%,

AHTHCMBICH0BBIE THPHK — (MHIekchl «x» u «s») — 5411 nociaegoBarenbsHOCTEN; 23,9%,

Uutponnbie THPHK — (unnekc «i») — 166 nociaenoBareabHocteit; 0,73%;

Tabnuua 3 — KonuuecTBo u 3HaueHue nHaekcoB B GffCompare (uepHbIM — pedepeHcHas mociie 0BaTeIbHOCTh, CHHUM — KJIACCU(PHUIIMPyEMBbIE TTOCIIE10BATEIbHOCTH,

3aKpallleHHas 00JIaCTh — MOBTOPSIOIIUECS 001aCTH B TEHOME)
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Jlns kaxxaon n3 22673 nHPHK Obuta mocunTana qjiimHa 5K30HOB 1 MHHTPOHOB, COCTABJICHO pAaCOpeC/ICHUE, BU3YATM3UPOBAHHOE ITPH TOMOIIHN CIETYIOIINX
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Pucynok 5 — Pacnpenenenre naPHK o paszmepy sk30Ha

81.676%

/o)

o
~ 70.008%

58.34%

46.672%

35.004%

23.336%

OHPHK TpaHCKpunThI

11.668%

0.0%
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3% unTponoB giuHOM OT 200 1o 300 HyKI€OTHIOB

200 400 600 800 1000

Pa3zmep MHTpOHa (n.H.)

5,8% naTpoHOB AnuHOM OT 100 g0 200 HykiIeoTHIOB

82% unTpoHOoB mimHOU 40 100 HYKIIEOTHIOB

Pucynok 6 — Pacnpenenenne tuaPHK no pasmepy naTpOoHa
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Jonsa TpaHckpunToB (%)
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Jlnst kaxxnou u3 22673 nHPHK ObLia mocunTana KOJIM4EeCTBO SK30HOB M COCTABJICHO PACHpPEAC/ICHH;
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YnCno 3K30HOB

12% nmaPHK — nBa npk30Ha

82% nuPHK — oanH >x30H

Pucynok 7 — Jlons nHPHK ¢ onpeneneHHbIM KOJIMYECTBOM 3K30HOB

2.00 4

1.75 4

Konuycetso AHPHK
Ha 10 TbIC. HYKN€0TUA0B

0.25

0.00 “

12

Taxoxe ObL10 onpeneneHo konmdectBo THPHK 1151 kaXk 101 U3 XpoMOCOM M ITOCUHWTaHa COOTBETCTBYIONIAS INIOTHOCTD, B 3aBUCUMOCTH OT JIJIMHEI.
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XpOMOCOMBI

Pucynok 8§ — IlnmorHocts mHPHK Ha kaxmoi xpomocome




Ha nanHom rpaduke nokazaHbl TOJIBKO 33 aHTUCMBICTIOBBIX JHPHK, KOTOpEIE ITOIHOCTHIO COBIIAIAIOT ¢ KAKUM-JIMOO SK30HOM Ha pepepeHCHOM I'eHOME
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% 4 4 C JICCATBIM, IBCHAALIATHIM U
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= 14
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1 10 11 12 15 . 3 4 g8 G
JK3I0HB
7 autTucMbIciioBhIX THPHK coBmamarot 1o 6 auTucMbIcIOBBIX THPHK coBmamarot
C IEPBBIM YK30HOM CO BTOPBIM U YETBEPTHIM 3K30HAMU

Pucynok 9 — Jlonst 1HPHK mogHOCTBIO BEIPOBHEHHBIX HA OMIPEACIIEHHOE KOJIMYECTBO SK30HOB
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Ioacuer paHee HekJIaccupuuupoBaHHBIX JTHPHK

3481 napeHTU(DULIPOBAHHBIX
nHPHK A.thaliana
13 pePepeHCHOr0 reHoMa

22673 muPHK A.thaliana,
ITOCJIC BI)IpaBHI/IBaHI/I}I B

(TAIR10) GMAP
dopmar GFF \ / dopmar GFF
GffCompare
(BBIYMCIUTEIbHBIN
kiactep HI'Y)

14297 nnPHK,

paHee HEKIACCU(UIIMPOBAHHBIC

noacuet konuuectsa THPHK (Python)

14



BBIBO/IbI

1.ChopmupoBan OnMonH(pOpMaTHIECCKUN KOHBeHED 110 knaccuukanuu fHPHK Ha 0CHOBE MX pacmnoIoKEHHUS B TCHOME.

2.ChopmupoBana BeiOOpka BeiOOopka guHPHK  A.thaliana, mnpeacraBmenHslx B BOoCbMH  0a3ax  JTaHHBIX,

BKJIFOUaronias 22674 mocieaoBaTeIbHOCTEM.
3.Knaccudpukanusa iHPHK 1mo3Bonuia BeISIBUTH OCHOBHEIE Kiacchl JHPHK:
* 10956 mexrennnix (43%),
* 5411 anTucmeicioBeIX (23,9%),
* 166 matporusix (0,73%).

4.Cpequ nHPHK mpeobOnagaror mociaemoBaTeabHOCTH ¢ OogHHM 3K30HOM (82%), /8% wmmeror mmHy sk30Ha MeHee 500

HyKIeoTHI0B, 00apmHCTBO JHPHK nMmeroT uaTpons giuHOM 10 100 nykiaeorumon (82%) .

5.AHanu3 mo3Boyiui BbIABUTH 14297 nocnemoBarenbHocTu AHPHK panee HeknaccuduiyupoBaHHbIE B pedpepeHCHOM

I'CHOMC.
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Cnacu0o 3a BHUMaHue!
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