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Puc. 1. DKcTpemanbHble cpeabl:

A - Bonbwon npuamaTnyecknin uctouyHuk, CLUA (doto: Andrea
Romano, 2017);

b - p. Pno-TunTo, Ncnanus (doto: Carol Stoker, 2002);

B— OTTOKKMC/NOTHbIX BOA, U3 WaXTbl HeganeKko ot Muttcbypra,
CWA (doTo: Brandon Curtis, 2009);

- FTpudoH NBaHoBa, Poccua (boTo: AeHunc byabkos, 2011)
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Llenn n 3apaumn

LUenblo AaHHOﬁ pa601b| ABnAeTca nydyeHme TakKCOHOMUYECKOro pa3Hoo6pa3Mﬂ n metabonnyeckmx

CBOMCTB MMKPOOPraHM3MOB KUC/IOMO M HEUTPANIbHOTO reoTepMasibHbIX UCTOYHMKOB OCTPOBA
KyHawwmp.

[N fOCTUXKEHUA AaHHOW Lenun bbliv NocTaBAeHbl cegyowme 3a4aum:

1.
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CekBeHMpPOBaHNE MUKPODOHbIX COOOLWECTB reoTepMasibHbIX UCTOYHUKOB OCTpoBa KyHawmnp n cbopka
NPOYTEHUM B NPOTAXKEHHbIE NOCNeA0BaTENbHOCTH;

N3BneyeHne reHOMOB M3 MeTareHOMHbIX AaHHbIX;
BocctaHoBneHMe nocneaoBaTenbHocTer 16/18S pPHK;
TaKCOHOMMYECKMIMN aHaIM3 MUKPODOHbIX coobuecTB o3epa Paycta u TPeTbAKOBCKOTO MCTOYHUKA;

CpaBHeHMe TaKCOHOMMYECKMX COCTaBOB UCC/IeAyeMbIX CO0BLLECTB C MUKPOBHbIMM cCOOBLLECTBaAMMU
APYruX reoTepmasibHbIX UCTOYHWUKOB;

MeTabonunyeckmin aHaM3 MUKpobHoro coobuects o3epa Paycra n TpeTbAKOBCKOIO MCTOYHUKA;
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Anropmntm paboTbl

MHCTPYMEHTbI:
BoccTaHoB/IEHMe KnacTepwusaups TakcoHomumueckass ~ astQCv0.11.7
nocneposatenb- (u3BneyeHne =P KnaccudmKauma Trimmomaticv0.36
HocTeit 165 pPHK reHomoB) reHoMoB metaSPAdesv3.11.1
metaQUAST v4.6.2
1 1 VizBin
CeKkBeHMpoOBaHMe MetaWRAP 1.2.2
Boigenenne AHK ==»  obwenJHK == C60pKa KOHTUrOB (MaxBinv2.2.4,
coobulectsa metaBATv2.12.1,
CONCOCTv1, SPAdes
‘ ‘ v3.13.0, QUAST
TaKcoHOMMYEeCKasn PeKOHCTPYKLMA CpasHeHMe v5.0.2, Salmonvl,
KnaccubuKkaums METaBOMUECKUX =P  MeTaBOo/IMUecKmX CheckMv1.0.12)
Ha ypOBHE pUaoB nyTe nyTeit Od u T FragGenScanv1.30
‘ HMMerv3.1bl
MEGAv10.0.5
CpaBHeHue ¢ PhyloFlashv3.3b1
Apyrmmum Prokkav1.12
coobuecTBamu GhostKOALA V2.2

bowtie2 v2.4.1
Puc. 5. YnpouieHHaa 610K cxema aHanm3a. samtoolsv1.9



KnaCTepmsa LunAa, BOCCTaHOB/1IeHUe reHomoB
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Puc. 7. Anarpammsbl pacrnipegeneHma noaHOTbl U 3arpA3HeHnA
BOCCTAHOB/IEHHbIX FTEHOMOB:
A —o03epo PaycTa, b — TPeTbAKOBCKUIM UCTOYHUK

Puc. 6. Busyanusauma Knactepmsaumm:
A —o03epo PaycTa, b — TpeTbAKOBCKMIN UCTOUYHUK
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TaKCOHOMMYECKNIN aHaNm3
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Puc. 8. TakcoHOMMYECKME cOCTaBbl: A - Ha YPOBHE A40MEHOB, b - Ha ypoBHe TMNoB (NpokapuoTbl). OP - 03epo
daycTa, TU - TpPeTbAKOBCKUIM MCTOUYHMUK. 8



BoccTtaHoBneHMe nocneaoBaTenbHocTer 16/18S pPHK
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Puc. 9. dunoreHetnyeckoe aepeso reHos 16/18S pPHK n3 metareHoma 03. Paycra.

MeToa: ML; moaennb: K2+G; 500 6yTcpen peninKkaymi
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TpeTbsIKOBCKUI UCTOYHUK

104 nocnenoBaTenbHOCTU FreHa
16/18S pPHK:

20 Proteobacteria,
12 Chloroflexi,

11 Bacteroidetes,

10 Firmicutes,

4 Cyanobacteria,
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5 Acidobacteria,

4 Verrucomicrobia,
4 Spirochaetes,

3 Deinococcus-Thermus,
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2 Armatimonadetes,
2 Aquificae,

n 18 apyrux
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Puc. 10. PacnonoxeHune paccmaTpuBaemblX UCTOYHUKOB.
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CpaBHeHMe meTabosmyecknx nyten metareHomoB 03. Paycta U TPeTbAKOBCKOro MCTOYHMKA

MyTv 6onee npeacTaBneHHble B coobuiecTse MyTv 6onee npeacTaB/ieHHble B coobliecTBe 03epa

TpETbFIKOBCKOFO MCTOYHUKa CDayCTa
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Puc. 11. Nytn KEGG, n36bITO4HO M HEAOCTAaTOYHO NPeACcTaB/iEHHbIE B MeTareHome o3epa Paycta OTHOCUTENbHO

MeTareHoma TpETbﬂ KOBCKOIo MCTOYHUMKa.



BbiBOAbI

1 - CpenHuit pasmep reHoma B coobuiectse OP coctaBnaet ~2.1 M/H. Nap OCHOBaHWI, B TO BpeMs KaK B coobluecTse
TU - ~3.5 MAIH. nap OCHOBAHWMI, YTO CBA3aHO C peAYyKLUMEN FeEHOMA B YC0BUAX SKCTPEMANIbHO HU3KMX 3HaYeHn pH B
09;

2 — bronoruyeckoe pasHoobpasune coobuectsa OP ropasao 6eaHee coobuwectsa TU (MHaekc LLUeHHOHa: 0P —1.7, TU -
4.4)

3 — B MmnkpobHOM coobuectee OP GOTOCUHTEIUPYIOLWMM U OA4HOBPEMEHHO AOMUHUPYIOLLMM OPraHU3MOM ABSAETCA
KpacHas Bogopocnb, Hanbonee 6aunskas k Cyanidium caldarium. B coobuwectse TU doTocMHTE3MpPYOLLME
MUWKPOOPraHM3Mbl NPeACTaBAEHbl ABYMA FPYNNaMKu: OKCUreHHbIMK poTocnHTeTMKammM Cyanobacteria n aHOKCUreHHbIMU
Chloroflexia;

4 — B coobuectse OD, B cpaBHeHUM ¢ TU, bonee npeactaBieHbl MeTabonmnyeckme nyTn yrneBogHoOro obmeHa,
MeTabonnam aMMHOKUCAOT, bruogerpagaumna u metabonnsma KCeEHOOMOTUKOB, penaunkauma n penapaumsa AHK. B
coobuiectse T 6onee npeacrtaBaeHbl MeTabonnyeckne NyTu, cBadaHHble C BUOCMHTE3OM, MEMOPAHHbIM TPAHCMOPTOM,
CUTHa/IbHOM TPpaHCAYKLUMEN, KNeTOYHOM NOABUMKHOCTbIO, a TaKkKe ¢ popmMmupoBaHMem BMoNEHOK.



