I 'eHoMHBIE Oa3bI JdAaHHBIX

Kahenpanwboprranssoi Goomm PEHHLY,
Boemryriscmmmoox rearnoy CO PAH

O T eT O TATT



@ Pecypchbl N0 AHAIHIY CTPYKTYPBI H PYHKIHH FeHOMA
Drosophila melanogaster

Site bafap

Laedtlmes Slanleid
Belp, fhool FlSase, Contazts

Docwnents
FlpBaow Falwrsmncs
Fralk dats =iyl
(renalie nomiaselabie
Ciking, FlyHass
Ffutthor Srpgeshons

Hiewrs, mesfings & announcernsmts
Dipcoiopbila Hoand
Forer thin panmsh

Drnsophia resamces
16 woan s meew 1o Elias
Alhsd & relalsd dals
Tebaactive Fir

FlyBase mirrers
Alluenaliva s
Gst prefEmnce

Tvaportant M ews:

FlyBace Neat Generation Preview
Hewmmmhar 200

Call For Insred Specea
e 2005
Faehs BH L=
il 2005
Genomes While Hapes
- Seplearhbar 2003
Resources While paper
hremek TR

< HIleT {0 T4H

A Database of the
Drosophila Genome

FlyBase

Data Classes

Maps Cyiologic maps, CyloSearch,
Annedeted Gepogne: gheoearse & Apolla weswe
Gemes Scarch Gepnez,  Afleles,  Gene Products,
GadF by Genome Armolation Dalahass
Protem: Functon, Locaton, Process, Stwchee (G0O7,
Ciene Ezpression

Selected Searches & Tonls

Sequemnces Scarch & order EST peoject cDNas
Grenomes Projects’ homepagss: BDGP & EDGE

Biorks Search & order Zocks

melanagaster

alock Centers' homepages: Bloommeton, Kyola, Ehene, Szeped, Tuceon

Specsd Slock Collecticns

Transgenes & Search Transgene Constructs or Inzerbons
Transposons Browse Matursl Tranapozons

Abprratons Sewrch anerrabons
Anatomy & Imapes Arziomy [mages Browser end Terms
Beferomoes  Search Berstare Feferences
Peaple Search addresses, Updale or Add four adioess

BLAST zequenice search 2t

Search [Help?] BEOCP, FDGP

All Search Tools

for wemrds |

m these seclans (8] secvers &)  Sgach I I:hu-l

& Grmbolaidamss
Chocks ____E 0 E.q"u:r_'_g'ﬂm

Psoo'e

http:/flybase.bio.mdiana.edu/




@ Pecypchbl N0 AHAIHIY CTPYKTYPBI H PYHKIHH FeHOMA
Drosophila melanogaster

Berkeley Drosophila
Genome Project BDGP -

TPOLSKT MO CEKESHPOBAHIE
H AHHOTALE T¢HOMA
Drasophila melanogaster

BODGFP NEWSE

March 11, 2003 FEolegsc 2 of the embryanic i S imacsd is now
avsiable ror cuery and Quick search
Search BOGF Site
_ March 4, 2003 Whoiz gerome sligniment of O pssudoobscura and D
melanogaster is now avadable wvia the vista Genome Browszr from the

Go To FlyBase Berxgiey Genome Plpeling
January 21, 2003 The Folezsc 201 annctated genomic sequence is
noey @allzile 1or quandng, sequence similarmy Searchning, anoesing
and download. Try our new Apollo genome annotation browser

About BDEP Comact infonmation, nessss ercioe, how to ofe BOOP, and general ousrvies

Fly BLAST Seguence smibwiy ==wch of Droscehis-spedific deis seis

GadFl Saarchdroga The Dedenpbis cencimes annobations, by name, chromcsoina postion,
¥ maleculr funchon or robsin do=asin

FlyBase &ll Searches FhEscs, BOGP, EDGP

Anal‘y‘sla Taals Ssarch ssqusnos o petlems, soics =iss, =i,

Ganamic

Sequence and annoietion of the Drosopile senoms
Seguencing o

Expression Patterns :E:ﬁyﬂﬁmnrﬂm of peEfterns of genes espression In DRl emiryooenesis by

http:/fwww fruatfly . org/

< HIleT {0 T4H



@ Pecypchbl N0 AHAIHIY CTPYKTYPBI H PYHKIHH FeHOMA
Drosophila melanogaster

< HIleT {0 T4H

‘--._C.:-‘“/Ilr\‘ 1:1.

Heme

Apout BOGP

Comac nfcreetion,
Mz, Ciing BLeR

Searchas
Fly BLAST

GadFly
Ganone Lnnobaliong

FlyBase All
Searches
FliSaeaz, EDGE, EDGR

Anahys|s Tools

Genomic
Segquencing

cDMas & ESTs

Tran&pasen
Inserions

BNPs

BDEP
Resources

Berkeley Drosophila
Genome Project

Searches

GadFly: Genome Annotation Database of Drosophila

= Queny GadFhy
A fll-irFthe-blank form 1or [ocating precicled Release 3 genes
sy Ralesse 2 srrobslions hare

== FlyBase Genome Browser
Cluery and brogese QENOmIC SeQUEBNCE Maps with iInteracthe fifs

Armiiens
Brwse 0enomnic SECURRLE Maps oy chromasame Srm with Interacive qirs

= Apoalle Genome Annoetation Breviser
Oornioad Java apolication to brovss gernamic SeCuence maps
interactively

= Gene Ontology (GO) Browser
Eparch antology terms

= Protein Damaln
Fredicted profeins grouped by InterPro doman by EBI

= Drasophila Genomic Sequence Databases

¥= Fly BLAST

SequUenCe similEty searching of Orosophlla-specnc daraseis--results
fyperlink m our d=tabase reports

TRIs page (st gpoanes oo 5503

http:/fwww. truitfly. org/ann ot/index. html

GadFly-

Basa gansrx
SHHOTHPOBSHHOT 0
renoma Drocophila
melanagaster




@ Pecypchbl N0 AHAIHIY CTPYKTYPBI H PYHKIHH FeHOMA
Drosophila melanogaster

FlyEmss . Aberralions . Anstony . Clones | cesres | Gens Froducts  Weps | People | Pedsterces | Ssgesnces | Slocie L rensgsres I rarsposons | cOAsES s | Helo . Ssarches | Hews

Imsges . Predsrences mﬁtﬂ A

Drosaphila Anmyisws ﬁﬁmp T*HOMA
[(Browwss gobomnic seuence s of GadPhr Felsasel versan | (Jamuary 2003 data) ﬂm@pﬁﬂﬂ
Helzase Information and FAL
melanogaster,
HAMIHAR ¢
(WARMIMG: The heterachromatic coatizs in U, Xh, b, Ih, Thare MMORDERED and in BAND OM ORIENTATICH) MacITaba

Chek on a clrooozomme som ot scaffold to wesar

OHOT O TR A
Display cyological marobersd divisicns, BAC clopes, GenBank accezgions that link 1o detailed armoated penomic seguence mape, and other festares

XPoMOCOMbI
Arm Bhuram: I10 (Raehease 3)
= = = [= =3 = | FE] EE] | 13
= | ] = | F-Il] ETT EH T ES F ]
EREE E] NEEHEEE B BEE DD EEREaEA E EHIEIEHH HE®R R IIBID Iﬂﬂllﬂ HE EE B B
(] !H I B3 *HE %E HEI % | | E EE a Ei h H EH H %H
I:-I:II:II:II:II:I:II:I:EI:IEI:II:II:II:II:I:II:I:IEII:EII:II:IDEII:II:IEI:II:II:IEI:I:I:II:I_
- I vt RO [OOSR R s R o G e i R
[ I
o 100 00000 000003
H B EHE B HE 3 EEE (] B H EEE B 0] a HE =HE BE HE B O |
a %E a HEE ‘ i H EE =
KF¥:

oo e ":Lli1%|‘ ot zegwert
L ]

Mo over fagharas tosee maonedrooraiamies of Sodhom of Srowsar: CRick o o do see dedails i tha repmon Goploloproad musmbared diersioms, FAC g GF sapmemts anlp)

Add T Grnes, a_,ﬂ_,-:,rl naother lesures =] in Size | Defod =] | Redss I

http:/fwarw.,

< HIleT {0 T4H



@ Pecypchbl N0 AHAIHIY CTPYKTYPBI H PYHKIHH FeHOMA

Drosophila melanogaster

FirBa=a . Measrrabions .. Aodbonn . Chores

Geres . Garm Produsts | Maps | People | Felerancess | Seguances
Wimoes . imeges

Pressrences

FlyBase Ganome Browser

Search using a sequence narme, gene swmbal, or other feature. Examples: 2L, 200,000 720,000, AEDDIE22, M, Mippl, gene CE5652
clone: BACRI10O0E, cONA: GH2E260, P:PIEPHOlIz EP2G3T!, PEPIZ)2837, SPTR:O7:268

I'n cemter on a location, click the ruler Use the ScrolliZoom buttons to change magnification 2and posson
Currently shewing 100,000 bp fram 2L jrelease 3), positions 11,058,988 to 11,158,965

— fe sl
Feature or Region; [2L:11050065 11150065 finf gerall, (K1C 22> Zoom: + oL LI -
Owverviesw of 2L fhp, Cyto Bandd :
1 s Z3 =5 25 i P« s | 33 3% 3 L T B 3 4D
FERCEGAL
- -
EBRCRED01LS )
BACROEFOE '- "
L ¥ L ]
B ey B [ | [ [ | |
L | ool i u N .
27010000 BetLekD | | | . . I ) . 5
| i H L 2l L L | 1 B H-E-H
m_ - 5 el
| E] i i EEElN " - [}
b A
EEY:
GeETe SOiAtdsrk s ESTEIRY P oimserlbon Tiling BAC GerEank, 3'.:=FEI:I'.I.‘1
[ = | = = T >
Display Bettings:
Cuimp vigw a5, TAELE, FASTA, ML, GFF
o . - e o it
Show features. = Gere [= coma [+ Repeal I Blasts SPTR [~ CernBank Scarfold
[ Affy Oligo = P irsertion [~ Transposon [+ Tiling BAC

< HIleT {0 T4H

Shocks | TrensganasTransaosn e . cOAESTs | Hela . Seanches

FlyBase -
Qbsop
CTPYRTHPHBIX
KOMITOHRHTOB
T¢HOMA

http:/A/waw. frttly. org/c gi-bin/annot/gbrowse




Genoms  Blasti Slat

WormBage Release Walls

Pecypchl 0 AHANNH2Y CTPYRTYPLI H DYHKUHH IeHoMa
Caenorhabditis elegans

SEArch for | A Gene

= | Seacd |

[ Dstuitent momareln | Famet rrmeivy | Boessmiltas e 300

Wab Site Directory

Release Hobes FeeChong s Geres, rebsss nmes

Gemeeral Seareh VeonrEase Clazs Broowser Tacnmibase Guery Lanpusgs
e, B Sk

Senuencs Search [ afpses benons, D Segpere enoTeE, Gane, et
Sat eFCR Jares Cnbododge Boloh Teres, Rnch Sesuenciss, S nlieri Vs

Codla ana Gz Fipurasissinm Siarih Cof and Podieme Mo on s, S or
Saftern, Dooressnr prafie

imereeil s, Sirains, Flenotppee-s Search Sereedc nbeval Fearargenents,
s e B e, TPy Wanies, wond Sraee, A el RRS

Doventomde, Laking sod Das By Holk Dowedosde, Lodogio

Wacrm S e i g VoormBase, O, segeasesnons ernrislon, O B
germe annolann Fubised deis sets, Dasrinsd Soleesne, Dosrinsd fomd
T39S, Dot oo AceDE dal ohoess e miS s CW'5 510

Wecori lassacs Ml L st B {0 s 2, P v A mec 1,
Vs C s FTSTE o8- e, Wk ridaae Dy (RREsyor e ]

Documers Jse-ty Guki (HTRU], Loy Guicks (FDF], C, elegacs|iock
CIHTY T v ul @ Vinnm (otate o el 1250 The Genstice of ©
Flaganas  Eranncr, 1974 Durbn Feod, Theasds C12ET)

Mews and Motez

Horemiber 9, 2000; Inftiel Kos inderions naw awailble

el e vw d e ep e on sl e geresrs el o tha Eoorslory of Lasserd Segeial mes rnad s wble o
the Gencne Sooweser ol an rckoou sl & s oapes

Thzlober 74, A0 BOSC 0, efegeny Farrely browesr svaibbis 7w Uersrs by of Csrcms s Saets g
Snrpnec =y @ pnohein 1am b browessr capabls o 40 g ceres based onlhe i geranic onosdndy, 10 7 proleie
sam iy orihe sty of thew saprsssicn prod s

fedaher M, A00 Inbelleefual O Rlagaas Bescarcher Lineane moes saalable & 55 af mach prasors
tram g b sgs Tt e seen T the Person pages, for scamabe, e O oerner page, o) Can a0 s

e alion e

DvAaber 27, S0 Mewr genomewids RH&I dala sof based on FED-hypersensRne ni-J strain
avdikahliz

Thez resulbs fomdne svsbanric RRAE soresn repooried In Sinmer = a0, ALoS Blasspe Wol. 1, Hoo 1, =13 0CE
TSR saecuwrsy w-mlabon Fon beonees g ool bl oo solal

Oedaber 1T, 2001: 205 Irernatkndl . akigans Meing

Frinsnth Nlsmsticm [ sspans Mestng vl be beld 8l doe Unsssty of Calforris sl Los Ange s, GJure 25
CEnr oy - Jure 23 (Weenesdsy, 2005 The Geneisa Sookcls of Amedcn el b sponsor ng the Weding
Conmenls o questn e can be addrsseedd 1o Arne Mar s Kshonsy,

Oedabicr 13, 00 Wor mEas e Reociiae Seiar HHEM Graid

The Ml 1 mian Genone Bessarch inemne o the LU= haboral irethitas of Heelth bes avearcess PeomrCess
@ R imde grant 10 mandins: O eifodE 10 proesiche @ e b e Casaoli, comansdes re e irionmalio s ekime O
waenans Kor s o neion oan ks Aound in the CalT sy press seacs.

Ahztaber ¥, 3% Hiegatime Poodeones: Dl aluse sl G ofegars Prolans

Thea (=g ve Fricieome Cunaba s, which & iees resse ohers nber pcively s phore the dierences moween
th= proleee capd = ol cif s 1T TR ' PG RN i Izl yessd | hrsn, o,
ra i op s, d chpostel um and B erets o probersaies, Troe dalabase b 5300 boia shece please repad bugs

HEMATO Jh1
Caenorhabditis
eegans

http:/Aww. wormbase.org/

< HIleT {0 T4H



@ Pecypchbl N0 AHAIH2Y CTPYKTYPBI H PYHKIHH FeHOMA
Caenorhabditis elegans

m dlast « Blat Ezlich Genes
Saaict ||

WarmnBase/
Genome -

tor e o - Obsop
ﬁ'l.'ﬂt':h ta D]i'l'tn"#] ﬂp}mw
Showing 11.13 kbp from ll, positions 12,343,263 to 12,354 388 FOMITOHCHTOR
InstrusHens: Searth UsSing 3 seqUENCE NAME, JENe Name, Bous, oigonuclentde (15 Bg minlmua], or other landrans. The widesrs charactse © 12 alicwed ISHOMMA
To centsr on a lacaticn, click tr2 rulsr. Use the ScrollZoom budans t changs magnitc sxion and postban Ly
Examples: [V, rhodopsin, 'v:120 000 130,000, wrc-5, Rim-", EJ019, PCR_Product s||_80019.1, tatssaczsttss. ":ﬂﬁ’!ﬂlﬁﬂﬁdﬂm
[Hide banner] [Hide Instructions] [Beakmark this wiew] [Link to an image of this view] [Help] ﬁ@ﬂﬁ&
Landmark or Regien ScrallZasm:
JI17343263 1225488 Seach | Reset| TF| S TR T e
ot R : ' ' ' : : : Lobd : b
A A g e g EH ' ERERELT, PR T RIARY R T TR Y
- wi-Tlawed  wabl BILE gpglo  wigS wred ali-g il 2 ala-1d
itn-dz har=14 sat-1 -2
i i i i i i i I i i i
LZMek, 1M, 1230, LEIE, 1z 123 12Tk, azasik, 222, Lz, L2k,

Homild pris:s

=if-2 k-1

] L) d

ras-1

Gene Hodels

CAOELD.d CL4E1s s

S g — —— @ — @8

sapii- Rigi-rel abed protein rap-1

£EC1,2 R Ll !
Lpemudogee ) raz-1

[ [
L=
(pesidog el

Ganbank entry
AF =g 2

http:/~www. wormbase. org/db/seq/gbrowse/swormbase
-

< HIleT {0 T4H



@ Pecypchbl N0 AHAIH2Y CTPYKTYPBI H PYHKIUH reHOMA
KOMAapoR poga Anopheles

Termonpme

PeCYPCRI AP I
(Diptera),

Tha MCEgUEd Genomize S Sarer aroeadas sCeeds 10 mosJuito Jenamice datshases SN0 iRks 10 ONer Q2roen cs WS Servers end o otfwer Wi

SEMYEM: EROUNE tRe vaoiddd, |
Dizbazaes ane links 10 L ans ros cparating Surenthy. Doher links may 250 b2 cissbled o noniuneions we
INNICHEK
Information Databases
Hedsz pepvpn Genome ;
:'fr_'._ect HDS[]LJIIIIEE: IO El i SCroe s ICsguild Species
Wilsst Mike nfie Eqter | A0odt | Othar mosoubd nfcrmsbon
fsgain Cormol
Mzsquato Fun Facts
|".-'|-:"'.-HE| AT0 N mATian l d . .ﬁ.
= ) ¢ ¥
Mgl Genng Sides i _'ﬂ SERE R S S TR DD e =
I Eqber| ADodt | Oher A exeret ICNTEHIr | THS ek aeprel Gencme =roect at TIGE  SLAST & Endl
'_..? o grEnnmis sequeEnces
" NCBI
FOT DT S
RS B e A poemabar ceapiTes
E f Avdey alfapicfaes: The &siar tosr farss o mosquis
- Erter | Sbauk| Cier £ ssaeichg micrmzhon
Fevemb!
Mosquito |
’r"'_""ft.' EEEI“ iy R EFOATIES ooy, Antec) BPESEPNTRES The Easterr ez Faie Tasjubs
e B Eitee | ALl | A £ misenkata 0T
(wa® |
N ™, ‘-:I
T Y e A ‘x"-.__wil Ao lecles grabmpfeiade © Tre malana aoseim
Lot — Coriber | Sboan | Diber A gepsdusie e ioers oo |Aacpiries Genslic Sesoae rearmaliar Frojscl (A ESF]
ReseaoevEdussh oesl L prepancd by Atk Beandet | &acRase, e Annphsics Dafakace atiMES | ol geacme SenLeies
sy o Serve i 3 N rapasar: ST P bars SO0 0 40 project Dsertha i =
Bt http:/klab.agsci. colostate.edu/
Coperiaht Disdaimar e ™y
_ ﬁ." O relexs PEPFERN: | e Frlhisne Doass mespal
-'.'i:l:-. Enter | Abcar | Ciher & gipiess Informabion

< HIleT {0 T4H



@ Pecypchbl N0 AHAIH2Y CTPYKTYPBI H PYHKIUH FeHOMA
Anopheles gambiae

noBase

A

ANOPHELRS DATARASE E ii
Anabase if 0w presantst 23 a "heta® foom, We Waps  Information abooat sytoasnetics and n-sils m&m ﬁﬁ
wrohd Bz gaere 0 senid thek cornnoents and bsoridisations, other oz
fuggseuans [ Empuencer  olicznilion aboul genionic sequences acd Aﬁﬂphﬁﬁ‘ﬁ gm&m E_;.
Annbase-conenenaiienhh, forth pr, SeAllky mm
Cemes & Gene  Joloeznabion aboul 2enes, gae pooducts
W wmld also lise w0 a5k vouto bet s Snow, pradics e
1sing the sane e-mnad addese, of oy probieros Llae cig local ibesl server Lo fue your Sequence mﬁ
that 7o eney hane idetifisg eo bl we can Blizl feviis  wioiead Ancpheles segqilences Hﬂm
them the spencst possiie. Arodass corredy Consineis & lofoomstion shou constnicts, palueal Bacsposons
conlam gl wformation prevously found 2 Transpoesns o WANSH0E0n Msrrtions
a0, whech, ailoagh go egar mpdated, o - )
sldl ke acceszed &l e LEL lewersinns:  Iofoemadinn shotad e sraions
S anceas e orgldao b, [hirkers  Iofocmmation aboal snicrosstelies, RAFD:, EET
T3, B
The AczDB sorzon of snelB 22 ko s i i e M
daec ad. Tl anrotaticn oF the curmes end Fopuiahcy  lEfoemstion-abom prpulstion $eis sfodes
oider Snwphieed dla a-'";'EE 15 10 £t 200, Al aecanide Infremation aboerd inseclcide repsiance siules
diluck thres Anobase whl be aeseiled mods Ao oo ; L
i = : ‘eRimanne  Anophelnes
firal® furm -
Helmences  Infoconation akoal gubibabed @ sfer aoces
Soeces  Infoematinn abordt Anaphaies species [sequennes
e
Comnenmily  People, nelworks, «c

Drncimens e,

Lrzike

Wewes, Documenis, Confersncss, Contrbetors,
=T

Irteresmy links

http:/~"www. anobase.org/

< HIleT {0 T4H



@ Pecypchbl N0 AHAIH2Y CTPYKTYPBI H PYHKIUH FeHOMA
Anopheles gambiae

e! "™ Mosquito S Sanper nsiitute’ RS
Mosquito Genome Browser

Mosquito Genome

Ensembl Entry Points Browser -
Searchfor [Arything [BJ with | Q690 CIPYRIIPHLIX
Display Chr 2L = From i To [100000 KOMITOHEHTOE T'CHOMEA

. Advanced data retrieval ﬂﬁ@phﬂ@& gm&ame
Retrieve a sequence __ Export | Kol EnsMari |

Search your sequence BLASTASAHAJ

Mosquito Genome Project Browse A Chromosome Arm

"-\._\_ P =
\‘\J:? This site presents e tenrold -
- . whaole genome shotgun

assembly of the PEST strain

of anopneles Qarbiag, as
orepared by The International Anopheles
Cenome project and funded by PIH-MEAID and
e French Ministry of Besearch. The
assemblad porton of the genoma 15 aroun
278 mbp in lenglth with a total of 8 9287 unique
scaffolds, the langest scamold being 23.1 Mbop

l\-'\.

ST 1 2 oo gl S
S e s A Documentation & Help
seatts respacoyby Mo leaokis e Vel ppus Ense o
compicator cfnsposens o rnSIOton ootk asraten o gy
ound sl AUDSOMa CrlGueres AWEA S esions o uggesions? Ty b )

http:/www.ensembl.org/Anopheles gambiae/
-

< HIleT {0 T4H



@ Pecypchl N0 AHAIHIY CTPYKTYPBI H PYHKIUH FeHOMA
Arabidopsis thaliana

L
Tl -
- t a ' r Home | Aboiil TAIR | Sdesmep | Condsct | Help | Ordes | Login

Search | Tools | Arabldopsis Info | News | Links FTP | Stocks Mdﬂmis &mme Hﬁﬁﬁ

| [_.d-.IFI Diatabase (=] Ouch Seaich | (ﬂm o
Genome Initiative MESEIYHEPOIHLIE TPOSKT 10

About Arzbidopsis | Genaome Initiative | Nomenclature Guida | Functional Genomics | CCRBCHHPOEBAHIT H SHHOTALRE
Monzanto SHPs & Ler | Gene Expression | Education & QOutreach | Gene Families | Gene

Class Symbols | Ontologies | Data Suebmission | Arabidopsis Labs | Protocols & Manuals | ISHOME MOJCIREOT O pm
Electronic Jaurnals ln T
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sequence e genome of the model plant Arabidopsis hafana. Begun in 1996
Wil e goal of completing the gename sequence by 2004, The gename
sequancing was completed at the and of 2000

= Arabidopsis Genome Updates wom
A post-publication summany of remaining gaps and clones in prograss, |ast

updated Zeptember 20, 2002

k- Links for Arabidopsis Sequence and Annotation Information s
Fazusa, MIFZ and TIGH genome annctation, bling paths, and other
resources

= TAIR Gane Product Annotation Infarmation s
Informston about and bullk daks files from protein annotstion efforts at TAIR,

= TAIR's AGI Tools and Datasets
How to use the TAIR SeqWiewer, MapWiewer, BLAST, FASTA, PatMatch,
and FTF to access and analyze Azl sequence dats

k- Arabidopsis Genome Finished
The Arabidopsis genoms has been sequenced and annotated [ The
Arabidopsis Genome Initialive, 2000, MNature, 408:73958-315)  Includes publicatons,

http://arabidopsis.org/mnfo/agi. jsp
T
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Danio rerio

The Zebrafish Infarmatian Neterark

Genersal
Information

Pasitens with
ZFIM

Bbout ZFIM
Cliting ZFIM
Helphul Hires
User Support
Size News
Glossany
Dewriland Data

Genamics

Sernsne
Sequensing
Projact
Trans HIH
Lebrafish
Initiative

Orthar Genomeas

Meetings 7 Jabs ¢

Mewrs
The Zebrafish
Besk

The Zebrafish

Science Manitsr

Zubrafish
Mesrsgroup

Zebrafish for K-12

Homenclatures

Labaratary
allele

< HIleT {0 T4H

Mutants /
Transgenics

Wild-Type Stocks

Ganes

Gane Exprassion

Map Markers
Ganstic Maps
Mapping Panels
Agcegslan &
Pubhcations
Peapls
Lakraratories

Comparnas

Lepratsh walt-type lines.

Search Tor mutabons §iransgenic lines oy gene narns, mmap location or phenobype

Search for genes by name o mag Iocabor

Search for gene expression paliems by gene name, developmental sfage, anatomical struckee
tevelopmiental or physidicacsl process.

Search for mapped markers by rmarker tepe, marker names, map lIoczhion or bepe of map

Generats graphical vews of genetic, radiation hybrid or conzolidated maps
Sumnisey isting of zelzafish mapping psnss. E HE@ ﬂﬂ
Search SR by data aci = nurnbieEr

Search tar zebrarish research publications by Suthor, tle o citaton
=earch far zebrafish rezearchers oy namne ar addrass.

Srarch Tor laboratories by narns, address o resessch inipresis

Search tar caompsanes supphang Tebraksn reagents

http://ztin.org/cgi-bin/webdriver?MIval=aa-ZDB home.apg
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Home Mutants | Transgenics Iild-Types Genes Expression Markers Maps

Catch of the dﬂy AHATLISA T¢HOMA
¥aws fiom the zebratish reasash commmity Dgrio rerio

Fresh Caught - Bpril 2002

Genomic Resources for Zebrafish

Links;

+ Sanger ingtitute whele-jenome saquance;
Thiz =it hosts &l of the 2ffons of tz 2ebesfish gnome sequercirg project, roudrg whoe gaaome shongur saquenca ard s2ecive Bl
shebgun sequances. nadde on, the Ancerprimng (piescal mapl of tha tebrahisk genome is prazertad noa craphic cisplay.

+ Engembl database of annstated zebrafish sequence;
Prirdnes 235y 300ess I sequerce dats irclucing predcted strichure end noatiog of krowr geaes in Be Jerome s2quenc2 ard aedctions of
el gEnes, with SU00ring ey dence

+ Phigsical map based en fingerprinted BACs:
Ahartena clere afysica reep ot the gancme is beiro canstrucked usiag rastoet on 2nzyma fngeranrbineg,

+ BH, meiatic and integrated maps of the geneme:
wevrairer ste faral maiot e a7 radiatiog keane reeps of the rebrafish cenoma

* Washington Unlvarsity EST sequencing project
Thi= =te hosts the pragstinwihch s 200,000 2575 Fave bean sequerced. £ offers & ungee-iae setiwe’ ESTe) that can be ur b key
ot s2anch or BLAST

+ BLAST server for Sanger zebrafish sequence: This zite previdas & BLAST s2arch of a 3ere o° markas of mezmest i tha asserbied s2nuens:

http://ztin.org/cgi-bin/webdriver?MIval=aa-ZDB home.apg
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MG Mouse Genome
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Mouse Gename Intermatics [PI'IGI:l pTﬂ'I.'ﬂEE: II'ITEQIE.I-Ed access to data on the QE]'lETItE-. JEnQmics, and hlnln-ﬂ]l af the Iahnrarnrr mause.,

Eearch Categones Help
5" EEH-':F TEEH J T 5’.-;.]:'.'":.|.'|:I' - 1 -=-5'-u!.... mmn

Genzs end Warkers About MGI HpOPMALERT O

AIEles and Pranohpes WED, COD), M3, WTE 00

Strairs and Pabyrarprisms — IeHETIR S, TSHOMEIEC
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brouse Tumor Bioogy Ee-arn:h rar 74 mﬁﬁ mm
Probes and Cones Erar i) i gl of o i, uEe s a elccend mm
FrErennes |
WoraaulEry Srowsers infre seclors
£l sscaons r
MouseBLAST !
Sewck mause, ainen, e, and cies secuEnce dala Accezion 0t ﬂ

TrEmyper Rl
LR ﬂ J
Additienal Reseurces
MHomenchrione, Les Siker's Boase Geasics Eanallshs, doeenioacs

Sovences search o, 'I

Data Submissian
e acion: or d 1ok for aabHing WU s

Crtog Tama R oo

¥ TR o b rpdnls E The

F_-rl:l_'l.l: .rJ.l.lﬂ:l.l..h.ﬂ : s e 1L 5 :I-clll.ll\'«.k'i.lll
iy bt i S B 2 9 Laboratory
Do d el el 2oetoesans 10 Dick Senmonl - 2

http:/~www.nformatics. jax. org/
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Eearch Categories

&1 Seanch Taolz

Grrostianers

&l Fherospes

ShraraFclino phizma

Expression

Comparattee Map=lala

Wose Plzps/Dain

Wouse Tunor Bongy
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Feferenoss
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WoeSLAST

Additional Resaurces
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Genome Analysis Tools

| B Bl |
[ntroduetion

Teng documens prosudss links o esternal gepoeec sequence analyss servers and soflware applicakons The tools are cozermeed o hese
groaps.

* Coenprehensive sequence acalyzic savers
& EEpuEnCe amalyes peeine solieers

o Gesule visuabadion and curalson tocls

» Large-seale comparative methads

® RO SEJUENCE analysiE eves

Comprehensive Sequence Analysis Servers
These are analys:s senmers et nm edbale gene prodction and aralysiz programes with a @ Gaey sequence

& e Aealyss Popeins (ORFL) - Pradcts emos (GRAIL, GRAIL-EXF), gene-stnuciures (GENSCAR), GRALL feibure tools
Cpia slancs, B end bz, Peled, Troe, Suzple Fepeals, Complse Fepsalz, homelogy sesrches (BLAST).

o CG6 Mucleobde Sequence Anabrss Buncher (Zanger Institale) - Predicts gese stnoctees (FGEMESHF, BEETORY, FGENE, FEX,
2L, provooter ard lansciiplon slart sites (TE3G, TEEAD, olyadenaticn ste (POLYAH), and otker Peabures (C0EE, RHASPL,
HIBER

# BIDANAGE {The Gencene Sequetcing Center &t the leabiube of Molecular Biotechnobopy 2 Jena, Serenany’s- & Hga- Thoougipus
zeguence Armobstion Server. The folovang funcloomal ad of ganizztonal eements Teve been addessed so far Sepelibvs denss
(Fepesthaser, 35T, CEMEOR and 2MUD, prometors [ProZcenll, exons (GRALL, FEXTD, MEEF, Xpound and GEFZCALT,
Fene-atnctures (CEHBCAN, TIPS and ExcaSampler), IBEMA codmg (R MR, Cps sbnds (LOF ané TG, GO-profing (LOF) ané
homology and mokf eearches agamst sequance data base (BLAST, zod FASTA). (Thes sibs requres 1omsirabion.)

o [CE | The U Hesnan Genome Mappang Preesct Bescarce Ceterd- A begh-trracghpn sequee s aonatzbion server. For genarnic
seniences, the functioml and crgermmbonsl eemets pddresead mclide Repetilve eemens (Reeildanker), emme (GRAIL,
Jenstinds, Genehark, FE= FEZOH, FOEHE), (PHA codng [(RIAzcam), 2o sequence smibenty (22457 wereus DA and
orotHn sseuence databazes).

http:/"www.mformatics. jax.org/mgihome/MGS/genome analysis.shiml
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Gename Exploration

T e
L

iz FANTOM
Lta Stane Caric DyapoHATLHAR
FUNCTIONAL ANNOTATION OF MOUSE BHRCTALRIN reroMa Adiis
FANTOM top pags The FANTOM iz a collection of functional annotations for the FIKEN full-length
About FANTOM cDHA clones and provides not simpdy the gene fmctions themselves, bt also many
i o other informative and wsefid dala describmg Moctosal mformation abowl the clones.
i
Jewrer Help : I e
-Ulpdated FARTON data e avatable gt FARTOM DE
Armotation Viewer ‘pdated e -
Referenie M About FANTOM
FANTOM mesting B Vigwer Help
o B FANTONM DB
Link
- B Annolation viewer
Copynght MHotice
M Reference
Cottact Infortoation
B FAMTOM meetmg
M Link
'%5 % BFAQ
FIKEN ‘ ~
B Information

http:/f"www. gsc.riken.go.jp/e/ FANTOM/
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9 SPeUeHb HHASKCOB
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- ety
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Cammercial Lsers E _— E
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- SHRTHIX
Contact Us SRRy P ) s SR = NCBI COOPOM,
W P ppgiros edl syemiinds Tor ey ane: ol of the genes in BLAST WH
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Y TGP
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MEEtings - Gene Symoc Submiason wiss PROT
. Citlanng = e syrmbdl bafore gl calion sl avond sy
ssible conficts with =xshrg symbols 2nd wil ensure thsk your
Mewslater Sy ’ g = . e
crna B proemdly Fecoecdedd i odr ciedebeee and others ey
] N a riformasbon thel you provide sl be resled inlhe sircles]
Public Engagement candidence. Far buk dets submissions pesss tol ks a@g
ha Seouance Profect Suameesion Foemat
Fuhlicatinns Lo Dl alocs
H'r'IF!I'.I alist Adwisors ATKNE (sthes speaes]
FlyBase
Symbol Checklist e Frenilies: mnd Grougp ngs e e
S = i : B
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http:/www.gene.uclac.uk/nomenclature/
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Homo sapiens

Symbol Report: HSBP1

Back To
Smarch

Approved Cene Symbaol: HERP 1

Approved Geme Name: hsat shock faclor hindng pratem |
HGNC ID: 5203

Laeation: rezerveit

Sequence Accession ID; AFOGET5S

POTIDe: Qd49501

silalns: Approved

Synenyms

Aliazsms;
Previously Approved Syvrahols:
Provions Gere Mames:

Other Datakase Links

# Enserohl: HSE

= Enayme [11;

» GEMATL.AS: H5BPL

» GeneCanis: HEEPL

= GeneClinics' GeneTesis; HSEFL
= IMGT:

= Locuslianle 11: 3251

= MGI:

# OMIM: 604253

= RefSeq 1D: NM 01537
& Swiss-Prog ID; 075506

CipyenipHo-
$ERIBOHA HaR

P OPMBLEIR © I'eHAX
Homo sqpiens B BHIERCE
HUGO Gene
Nomendature
Conmmittee

- (HGNCG)

http:/www.gene.ucl ac.uk/cgi-bn/nomenclature/get data.pl?hgnc 1d=5203
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d 5\ wevslecring  OFSCIENCE 1*111 T sapiens GeneCards

Mntll:e Please neso cargfdly oricr [ ireing IJ: ar'\- Ih'l:l pa‘_g Eifp:

Moy &, 2003; Release of Version 2.28 - Commercial usage now requires a license from XenneX Inc

GeneCards™ is 2 database of human genes, their products and their invelvement in diseases. it
offers concise information about the functions of all human genes that have an approved symbaol, a3
well az selected others.

[complete gene list] [disease genes] [hot genes] .

i '_'F
“.._L.’!.!,1:&‘.',??'_._.

(s I.‘lll;" {n not

UT TR |

| GackGtat | Gudad Tour | Wore saarch edsmoss |

SearchiDieplay GeneCarde™ by | temodil =)

Bbout GongCads | 5
Whals Mew
[ats Sources
M= e
M For axanieis, you can dissdaythe GapeGard e s fodse-senstvel symbal BAF 1B
Eﬁl_ﬂﬂ Ik ol 2 fora random QENE, far s ramiom FLIGO anproved 08N, o seanch GaneCarde™ fiv e keywordist
Publications 5]

Morsitey » ganiaoorot*AND [hyper* OR Alzbeim®)

v S IWE2ET  remion an shvemessreeisbane

o JES2ET  Gonsaw ascacaion

o Hs 1233 inicess s

http://bromnformatics. weizmann.ac. il/cards/
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GeneCard for gene H58P1

GC16PDB3580 HSEP1 (heat shock factor binding protein 1)

Aliases and
Additional
Descriptions
[ ondngtn LB,
[acuslink,

« H5F1EF
o hea: shock facior 3ncirg prodein
o Heal shock factor andng prolen 7.

SUWISEPRCT snder | Frosios G2 daiizr GO SAITIRN GOS0

z=neloz

Chromosamal
Lacation
e g b zenelo:

-~ L : i
Chromamome 18 Gensl oo e denslies

CociaLin opbaganefe damd 1BgRA.3  Creemdl oyiwganefic fomd 164233

Feme i gesanc oelion Bande sooordig fo Ensemd focabone aooording fo Geneloc (anodor LocusLink &

Ch~ 14

n w389 o« M o o « wn
E"" ""E"'l""li‘"ll' b i - ¥ Ty "" F l'._"'\u
1 33fF § 34 § % 4 ¥ dF W

g HLE=0) gdsr
|ocusLink (KCSI
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CipyenipHo-
$ERIBOHA HaR

P OPMBLEIR © I'eHAX
Homo sqpiens B HHIERCE
GeneCurdy

http:/bromformatics.weizmann.ac.il/cards-bin/carddisp?HSBP1
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