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Figure B-#3  Facvwar of splicieg of pre mba. The
qezpre ilustrabal Paee e dewn fooceeur dunng in van:
living <« whnueire an:l gebin honBRA scpimas by aall
rwtraces, The contensts zudeondes G0 and 44 chor Bepe
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1 Figure 8-47 Frequency of accur-
rence of nudeotides around intron-eson
junctions in ewkanvooc pre-mENAs, The
eoisistent featuees are che (579060 and
(3MAG, which are universal, and a py-
rmiding-rich region close o the 3" end,
which 15 gquite common. [See R, A
Padpert or al., 1956, Asn. Kev. Dio-
chaw, 551113
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4 Figura B-51 ldencilicanon ol the site
an pre-mBENA e which 11 snREMNP binds,
A labeled pre-mBMNA substrate containing
an intron was mixed wich a nuclear exeract
capable of splicing [the extract contains all
the necessary snBE MNP Addition ol anti-
bodies (blue} specific tor U1 sn NP pro-
tected the hinding region from subsequent
artuck by EMase, Analvsis of the pre-
mBEMNA o the antibody precipitace showed
that it corresponds oo 2 15- o 20-nuclen-
ode segment [purple) contaning the §°
Expi-intron jungtion, Sumilar experiments
with antibodies to U2 and US snBMNPs
have idenoficd che binding reginns shaown
ar the bottom of che diagram, After T, A,
Ateitz, T8, hcio Moan, 258-5a,




* Agure 8:52 Elcciron micrograph of & splicemsome, Ex-
tracts of Hela cells were muxed with 2 f-glohin pre-mBMA
substrarc, amd the reacnion was interrupred before eplicing,
was completed, This allovwed ponification of splicensomes
comtoning snBMNPs and the sobstrare BINA. Ervon B, Roid
i' [_','rjl|':|"|';-,i_;-l ard T. .;'I-'LJJ!L‘:HE. 198K, el 3040 P_I':lr_:-r'r_;lr_:'r'.g'lml_l
cotirtesy nf J. Gorafiren,
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& Figure 8-50 Components of four snRMNTs that take part in splicing of hnEMNA,
The five snRNAs [redi—1T1, 172, T4, TS, and Ué—share a complex of proteins
erangels the U1 and U2 snRMNAs also bind with onique proteins [purple, green).
The secondary structures of the snBMAs shown are based on maximum base pair-
ing of the known nucleotide sequence, After T AL Sreirz, 1958, Sci. Am. 258-56.
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Fgura B-53  Possible rarfeiy ol splicsosome assarihly
anl tunetion, Afrer . A Kumershs amd T A, Shae, J987,
Cell #9768,
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