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e Tpancaauus — oauH U3 QyHAAMEHTANLHBIX OHOJOrHYECKNX
MPOLECCOB

TRaAHCKPUNLUUA NPOLECCUHT TPaHCNAUUA
npe-mRNA
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DNA pre-mRNA mRNA Genok
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M
U C A anticodon AUG
5t A G U codon UAC mRNA 3
2nd base in codon
Phe | Ser Tyr Cys ()
L | phe | Ser Tyr Cys C @
S Leu | Ser | STOP |STOP | A c
= Leu | Ser STOP | Tmp (] =
o Leu | Pro His Arg U o
= C Leu | Pro His Arg C =1
- Leu | Pro Gin Arg A s
E Leu Pro Gln Arg = g_
= e Thr | Asn Ser U =
< | A| e Thr | Asn Ser c
e Thr Lys Arg A
Met | Thr Lys Ary G
Val Ala Asp Gly U
G Val Ala Asp Gly cC
Val Bla Glu Gly A
Val Ala Glu Gly G

The Genetic Code
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Lehmann et al., J. Theor. Biol. (2000) 202, 129-144




3 I[poxkapunoTnueckas noauuucTrponnas MPHK

ORF1 ORF2 ORF3

GGAGGA(N), ,AUG
caiit [1I-/] B komOuHanuu ¢ AUG KOJJOHOM ONPEACISIOT CTapT TPAHCIISIIIUN

TPAHCKPHUIIUS U TPAHCISIIHAS COMPSKEHBI

DykapuoTrdeckas MoHonuctponHas MPHK
5"UTR ORF 3°'UTR  poly(A)

cap AUG UGA poly(A)
pubocomel cBszbiBaroTCs ¢ 5’-koH1oM MPHK u nBuxytces Bnoap S HTII
B OUCKE MOAXOIAIIETO CTAPTOBOTO KOAOHA TPAHCIIAILNU

TPAHCKPHUIIIUS U TPAHCIISNS Pa300IICHbI
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Fig. |, The chemical structure of the 37 terminus ol o ‘capped’
mRENAL

Raught et al., The International Journal of Biochemistry & Cell Biology 31 (1999) 43-57
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3 CxemaTnueckoe nzobpaxenue B3anmoaeiicrsusn 48S
NpeHHHIHATHOHHOr0 KoMnaekca, elF-4F u MPHK

4G

Key to symbols:-

(m@ A o B

elF4 elF4E elF4.A clF2 elF3

M. Clemensz, U-A. Bommer | The International Jowna of Biochemiziry & Cell Biology 21 (1009 [-23
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ﬁ Moaeas“TMHEHHOr0 CKAaHUPOBAHUA”

Oco0OeHHOCTH:

e VYuacrtue Kemna u 1moJiv(A)-xBocTa
« Pacmnerennsin S’UTR

e Poir xourexkcta AUG xomoHa
(-3,+4 no3unmn)

0 () 2%g
408
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3 IRES (internal ribosome entry site)

D 60S O 40S
S

IRE

5 « MPHK He copepxur ken
e 40S cBA3BIBAcTCA HE C 5’ -KOHIIOM

MPHK

‘ @ HeussectHbie BakTOPHI

© HlIal' CO PAH
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Domain 3 loop
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Martinez-Salas E. Curr Opin Biotechnol 1999, 10:458—464
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#% Mopenn «auneiinoro CKAaHUPOBAHMA) U «BHYTPeHHEel HHHUHALM

Scanning [glﬂn&“r Mo Sccanmnning
m i i s
G cnp AL
elF-4F 485 BOS
Bl A ) Strectured regions in the 5" UTR

are inhilbtory 1o scanning.,

Upstream open reading frames (O RFs) inhibit translation

Upsl__r-e::-m
A Readihrowush  [eyitiator
- A

i\\ {:)Dzllsm-cuatmn o
E ribosomees

Short popride

produced

Internal Ribosome Entry
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(e T4 A C [er:rn coarEnin H5)

Willis et al., The International Journal of Biochemistry & Cell Biology 31 (1999) 73-86
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* IRP-1 binding

Muckenthaler et al., Molecular Cell, Vol. 2, 383—388, 1998
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3 O0mmii KOHTPOJIbL MHTEHCHBHOCTH TPAHCAANUHT

GROWITH CELLULAR
FACTORS . STRESSES
Rlexj i
MKK L2 SKK2Z/3

MAFPK L2 P38 (SAPKZ)

mTOR e w4 .
/ \ . n* ‘s
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a AxmuBHocTL MPHK pa3znuuna n onpeaeisieTcs COBOKYIMHOM
3P PeKTUBHOCTLIO PA3HLIX ITANOB MPOLECCa TPAHCIAALNH

NHUIINAIIUSA
k1 I k2 I HCTaTHUBHAA XapPaKTCPUCTHUKA

[ TEPMUHAIIUS
4F 408 JIOHT AU <::::>

-toamem
AUG

UAA

-
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3 Nuanuuanua Tpancasuuu ykapuoruyeckux MPHK:
MoOJeJIb CKAHUPOBAHUSA

elF-4F

5’-end, cap
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